This investigation aimed to evaluate of some faba bean genotypes for some morphological and agronomic traits in order to determine the promissing genotypes which can be used in breeding program for improving faba bean. The study carried out at El-Gemmeiza Agricultural Research Station in two successive seasons; 2016/2017and 2017/2018. 50 different landraces collected by the National Gene Bank (from different region of Egypt) and one commercial cultivar (Giza716) used as a check were used. Data analysis showed that there were highly significant differences in all studied characters among genotypes and replications except days to 50% flowering, plant height and number of branches per plant for replicates only. This indicates that there is wide diversity among genotypes which will enrich plant breeding programs to get high new commercial varieties and adapted to climate change of faba bean. The data for genetic parameters showed that the extent of phenotypic and genotypic variances diversed from one character to another according to result data from broad sense heritability (h 2 ) estimates clears that there was graduation for all of studied characters with values from ranged 73.92 % to 95.03 %.which indicate that the effects of environment were lower than genetic effects inheritance of studied traits. In addition, high estimates of heritability could be successful for improving faba bean. Results of mean performance note that although commercial cultivar Giza 716 was outweigh for days to flowering and maturity traits, L47 recorded the highest mean values for 100-seed weight and seed yield/plant. In addition, L39 recorded the highest mean values for number of pods and number of seeds/plant. So lines 39 and 47 may be used in breeding programs for improving the performance of seed yield characters. The results of correlation coefficient showed that there were thirteen significant and highly significant positive phenotypic correlation in addition, four significant and highly significant negative phenotypic correlation. The direct contribution of 100-seed weight per plant had highest mean values followed by number of seeds per plant. Number of seeds per plant had the highest indirect effect via number of pods per plant, and number of branches per plant via number of seeds per plant. In addition, 100 seeds weight via number of branches per plant, 100-seed weight also had an appreciable indirect effect via leaflet width and number of branches per plant. Cluster analysis for investigated traits showed diversity among investigated fifty-one faba bean genotypes. All genotypes divided into two groups at a distance of 5.924. The first group contain line 47. The second group contains other genotypes. 100-seed weight and seed yield per plant are valuable in splitting the studied genotypes into two groups high value included the first group, however low vale included the second group.
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INTRODUCTION
Faba bean (Vicia faba L.), is a significant crop worldwide and a diploid plant with a relatively few number of large chromosomes (2n = 12). It is the most important legume crop and favorable dishes for the Egyptian people that why is ranking the Yield in Vicia faba , is a complex trait and constitute by morphological and physiological traits that correlated each other. The most important traits improvement for increasing seed yield are plant height, number of stems and pods per plant, biological yield, 100-seed weight, days to flowering and maturity due to direct and indirect correlation with seed yield (Loss and Siddique, 1997). In addition, both of morphological and agronomic traits are access to genetic diversity.
Abdel Aziz and Osman (2015) , showed that heritability defined as the share of the phenotypic variance in population attributed to the hereditary factors. It determines which degree of difference among phenotypes that results from genetic causes. Heritability used to show the degree which a trait inherited to the offspring generation. The investigation aimed to evaluate of some faba bean genotypes for some morphological and agronomic traits in order to determine the promissing genotypes which can be used in breeding program for improving faba bean.
MATERIALS AND METHODS
This study carried out in two successive seasons (2016/2017 and 2017/2018) at El-Gemmeiza Agricultural Research Station. Fifty different genotypes collected by the National Gene Bank (from different regions of Egypt) in addition, one commercial cultivar (Giza716) as a check were used and evaluated in this study ( Table 1 ). The field experiment was conducted in a randomize complete block design(RCBD) with three replicates,. Each genotype was grown in 3 rows, 3 meters long and 60 cm. in width and seeds were planted in single seeded per hills, 20 cm apart. Genetic advance (GA) calculated according to the method suggested by Allard (1960) and Singh and Chaudhury (1985) 
RESULTS AND DISCUSSION
Data analysis that represented of the fifty-one faba bean genotypes are shown in (Table 3 ). There were highly significant differences in all studied characters among genotypes and replications except days to 50% flowering, plant height and number of branches per plant for replicates only. This indicates that there is wide diversity among genotypes which will enrich faba bean breeding programs to get high new commercial varieties and adapted to climate change. These results agree with Peyman (2015) and Fatih et al (2017) .
Estimates of genotypic and phenotypic variances and broad sense heritability from the mean squares are presented in (Table 4 Results showed that broad sense heritability was high for all traits studied which indicating that the effect of environment was lowest than genetic effect in the inhirtance of the studied traits .In addition, high estimates of heritability could be successful for improving faba bean. These results agree with Alghamdi (2007), Ibrahim (2010) and Peyman (2015) . There was a wide range of variation expressed by the genetic advance, the data varied from 1.98 for no. branches /plant to 25.10 for 100-seed weight. Mean performance of faba bean genotypes under study for agronomic, yield and yield components characters are given in (Table 5) . Results showed that foliage intensity of green color trait was medium in all genotypes except line9 (L9) was dark. Concerning to leaflet width trait, the data of fifty one genotypes classified into three classes the first class was nine genotypes which gave narrow leaflet width the second class was twenty seven genotypes which gave medium leaflet width and the last class was fifteen genotypes which gave broad leaflet width.
For leaflet length (basal pair of leaflet at secondary node) trait located into three groups; the first one included eighteen genotypes and were short, the second group included twenty-five genotypes, which gave medium, and the last group included eight genotypes were long. Leaflet: folding (along the main vein, terminal pair of leaflets) divided to three classes the first one clearly fifteen genotypes had weak meanwhile, the second class had thirty-one genotypes medium and the last five genotypes and were strong. As for number of flowers nineteen genotypes gave few number of flowers while, eighteen genotypes gave medium and fourteen genotypes gave many flowers. Regarding to flower length trait most of flowers studied showed short (thirty-two genotypes) while, eighteen genotypes included medium and there was only cultivar (Giza 716) included long flowers. From these data, we can conclude that the morphological traits released differentiation among faba bean genotypes, which could be beneficial for plant breeding program.
The average of mean performances for number of days to 50 %flowering and 90% maturity dates of plants/plot showed that the commercial cultivar Giza 716 possessed the earliest flowering and maturity ((53.67 and 136.17 days) meanwhile, the two lines (L30 and L40) was the latest genotypes for flowering and maturity (68.33 and145.00). The data demonstrated clearly that there were marked differences among genotypes in days to flowering and maturity.
Concerning to yield and yield components, the line 17 (L17) possessed the shortest plants (69.93 cm) while, L30 gave the tallest plants (106.94 cm). Respecting to first pod height date showed that the highest mean value was recorded for L30 (32.61 cm), whereas L1 gave the lowest mean value (14.99 cm). For number of branches /plant L13 revealed the highest values (7.56) on the other hand L8 gave the lowest value (1.69). Regarding to number of pods/plant the highest number of pods per plant for L39 (32.78) and the lowest number of pods per plant for L23 (12.08). As for number of seeds/plant refer that L39 gave the highest number of seed per plant (75.89) while, L23 gave the lowest number of seed (27.13). On the other hand, data from 100-seed weight trait showed that L47 recorded the highest 100-seed weight (99.05 g.) and the lowest weight recorded Assessment of some agro-morphological traits in genotypes of Egyptian faba bean (Vicia faba L.). According to the previous results of mean performance, it could be noted that although commercial cultivar Giza 716 was outweigh for days to flowering and maturity traits but L47 recorded the highest mean values for 100-seed weight and seed yield/plant. In addition, L23 recorded the lowest mean values in number of pods and number of seeds/plant, on contrary, L39 outweigh for the same characters. So lines 39 and 47 could be used in breeding programs for improving the performance of seed and number seeds yield plant in faba bean. Table 6 . Correlation coefficients of morphological, yield and yield components of faba bean genotypes under study from the combined data of two seasons. The correlation coefficient among morphological, yield and yield components traits computed for the studied faba bean genotypes was presented in (Table 6 ). It showed that there are thirteen significant and highly significant positive phenotypic correlations, in addition, four significant and highly significant negative phenotypic correlation.
The phenotypic correlation between yield and yield component traits showed that correlation coefficients between number of pods/plant and number of seeds/plant recorded the highest positive highly significant value(r= 0.87**) followed by correlation between number of seeds/plant and seed yield/plant (r=0.74**).The results confirmed that No. of pods, seeds /plant and seed yield /plant are considered as good criteria for selection to improve the performance of seeds and seed yield/ plant characters. The value of correlation coefficient between seed yield/plant and both of number of pods/plant and 100-seed weight was positive and highly significant (r=0.68** and 0.52**, respectively). A positive highly significant correlation was recorded between plant height and both of first pod height and days to 90% maturity (0.42** and 0.52**, respectively). No. of branches /plant had positive highly significant correlation with days to 50% flowering ( The path coefficient analysis appeared as a clue to the contribution of various yield components for seed yield per plant in the genotypes under the study. It provides an effective way of finding out direct and indirect sources of correlation (Table 7) . The maximum positive direct contribution was in 100-seed weight (0.611) followed by number of seed per plant (0.488), Meanwhile the maximum negative direct effect was found in leaf length (-0.143) . Number of seed per plant had the highest indirect effect via number of pods per plant (0.423), but via number of branches per plant it was (0.160). In addition, 100-seed weight had indirect effect via both number of branches per plant (0.155), and via leaflet width (0.185). From these results we can concluded that 100-seed weight and No. of seeds/plant had positive effect on seed yield/plant directly or indirectly, therefore direct and indirect selection for higher seed yield may be effective for improving these traits as had be shown by Sharifi (2014) and Tofiq et al (2016) 
Cluster analysis
Measurement of genetic distance should be very important for breeder when is based on a broad range of traits relevant to breeding objectives. Cluster analysis for investigated traits showed diversity among the fifty-one faba bean genotypes (Fig. 1) . All genotypes divided into two groups at a distance of 5.924. The first group contains line 47. The second group contains other genotypes.100-seed weight and seed yield per plant are valuable in splitting the studied genotypes into two groups high vale included the first group, however low vale included the second group.
The second group divided into two subgroups at a distance of 4.504. The remaining accessions of (38 and 39) delimited in a separate subgroup, while other accessions separated in the other subgroup. Number of pods per plant was valuable in splitting the studied genotypes into two groups. Accessions38 and 39 had high vale in these traits. Maximum similarity recorded between lines (3 and 11). Minimum similarity computed between lines (30 and 47). Keneni et al (2005), used cluster analysis to study the genetic diversity of one hundred sixty random germplasm accession in Ethiopian faba bean landraces, seven diversity classes of different sizes were found. Yahia et al (2012), analyzed morphological diversity of southern Tunisia faba bean germplasm and revealed eight main groups. The variation within the same oasis agroecosystems was extremely important. Al-Barri and Shtaya (2013) studied the variation among nineteen Palestinian faba bean landraces and clustered the lines into four groups based on morphological and agronomic traits.
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